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<210> 1 

<211> 106 

<212> DNA 

<213> Homo sapiens 

<400> 1 

gtttccttct tctgtcgggg cgccttggca tggagtggag gaataagaaa aggagcgatt 60 
ggctgtcgat ggtgctcaga actgctggag tggagggtgt gtaacc 106 

<210> 2 
<211> 1463 
<212> DNA 

<213> Homo sapiens 
<400> 2 

gtttccttct tctgtcgggg cgccttggca tggagtggag gaataagaaa aggagcgatt 60 
ggctgtcgat ggtgctcaga actgctggag tggaggaagc ctttgggtct gaagtgtctg 120 
tgagacctca cagaagagca cccctgggct ccacttacct gccccctgct ccttcaggga 180 
tggaggcaat ggcggccagc acttccctgc ctgaccctgg agactttgac cggaacgtgc 240 
cccggatctg tggggtgtgt ggagaccgag ccactggctt tcacttcaat gctatgacct 300 
gtgaaggctg caaaggcttc ttcaggcgaa gcatgaagcg gaaggcacta ttcacctgcc 360 
ccttcaacgg ggactgccgc atcaccaagg acaaccgacg ccactgccag gcctgccggc 420 
tcaaacgctg tgtggacatc ggcatgatga aggagttcat tctgacagat gaggaagtgc 480 
agaggaagcg ggagatgatc ctgaagcgga aggaggagga ggccttgaag gacagtctgc 540 
ggcccaagct gtctgaggag cagcagcgca tcattgccat actgctggac gcccaccata 600 
agacctacga ccccacctac tccgacttct gccagttccg gcctccagtt cgtgtgaatg 660 
atggtggagg gagccatcct tccaggccca actccagaca cactcccagc ttctctgggg 720 
actcctcctc ctcctgctca gatcactgta tcacctcttc agacatgatg gactcgtcca 780 
gcttctccaa tctggatctg agtgaagaag attcagatga cccttctgtg accctagagc 840 
tgtcccagct ctccatgctg ccccacctgg ctgacctggt cagttacagc atccaaaagg 900 
tcattggctt tgctaagatg ataccaggat tcagagacct cacctctgag gaccagatcg 960 
tactgctgaa gtcaagtgcc attgaggtca tcatgttgcg ctccaatgag tccttcacca 1020 
tggacgacat gtcctggacc tgtggcaacc aagactacaa gtaccgcgtc agtgacgtga 1080 
ccaaagccgg acacagcctg gagctgattg agcccctcat caagttccag gtgggactga 1140 



1 



agaagctgaa 
cagatcgtcc 
acacactgca 
ccaagatgat 
accgctgcct 
tgtttggcaa 



cttgca^fag 

tggggtgcag 
gacgtacatc 
ccagaagcta 
ctccttccag 
tgagatctcc 



gaggagcatg 
gacgccgcgc 
cgctgccgcc 
gccgacctgc 
cctgagtgca 
tga 



tcctgctcat 
tgattgaggc 
acccgccccc 
gcagcctcaa 
gcatgaagct 



ggccat^WCjc 

catccaggac 
gggcagccac 
tgaggagcac 
aacgcccctt 



atcgtctccc 1200 
cgcctgtcca 1260 
ctgctctatg 1320 
tccaagcagt 1380 
gtgctcgaag 1440 
1463 



<210> 3 
<211> 1382 
<212> DNA 

<213> Homo sapiens 



<400> 3 

gtttccttct 

ggctgtcgat 

cttccctgcc 

gagaccgagc 

tcaggcgaag 

tcaccaagga 

gcatgatgaa 

tgaagcggaa 

agcagcgcat 

ccgacttctg 

ccaggcccaa 

atcactgtat 

gtgaagaaga 

cccacctggc 

taccaggatt 

ttgaggtcat 

gtggcaacca 

agctgattga 

aggagcatgt 

acgccgcgct 

gctgccgcca 

ccgacctgcg 

ctgagtgcag 

ga 



tctgtcgggg 
ggtgctcaga 
tgaccctgga 
cactggcttt 
catgaagcgg 
caaccgacgc 
ggagttcatt 
ggaggaggag 
cattgccata 
ccagttccgg 
ctccagacac 
cacctcttca 
ttcagatgac 
tgacctggtc 
cagagacctc 
catgttgcgc 
agactacaag 
gcccctcatc 
cctgctcatg 
gattgaggcc 
cccgcccccg 
cagcctcaat 
catgaagcta 



cgccttggca 
actgctggag 
gactttgacc 
cacttcaatg 
aaggcactat 
cactgccagg 
ctgacagatg 
gccttgaagg 
ctgctggacg 
cctccagttc 
actcccagct 
gacatgatgg 
ccttctgtga 
agttacagca 
acctctgagg 
tccaatgagt 
taccgcgtca 
aagttccagg 
gccatctgca 
atccaggacc 
ggcagccacc 
gaggagcact 
acgccccttg 



tggagtggag 
tggaggggat 
ggaacgtgcc 
ctatgacctg 
tcacctgccc 
cctgccggct 
aggaagtgca 
acagtctgcg 
cccaccataa 
gtgtgaatga 
tctctgggga 
actcgtccag 
ccctagagct 
tccaaaaggt 
accagatcgt 
ccttcaccat 
gtgacgtgac 
tgggactgaa 
tcgtctcccc 
gcctgtccaa 
tgctctatgc 
ccaagcagta 
tgctcgaagt 



gaataagaaa 
ggaggcaatg 
ccggatctgt 
tgaaggctgc 
cttcaacggg 
caaacgctgt 
gaggaagcgg 
gcccaagctg 
gacctacgac 
tggtggaggg 
ctcctcctcc 
cttctccaat 
gtcccagctc 
cattggcttt 
actgctgaag 
ggacgacatg 
caaagccgga 
gaagctgaac 
agatcgtcct 
cacactgcag 
caagatgatc 
ccgctgcctc 
gtttggcaat 



aggagcgatt 
gcggccagca 
ggggtgtgtg 
aaaggcttct 
gactgccgca 
gtggacatcg 
gagatgatcc 
tctgaggagc 
cccacctact 
agccatcctt 
tcctgctcag 
ctggatctga 
tccatgctgc 
gctaagatga 
tcaagtgcca 
tcctggacct 
cacagcctgg 
ttgcatgagg 
ggggtgcagg 
acgtacatcc 
cagaagctag 
tccttccagc 
gagatctcct 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1382 



<210> 4 
<211> 1534 
<212> DNA 

<213> Homo sapiens 



<400> 4 

gtttccttct 

ggctgtcgat 

cttccctgcc 

gagaccgagc 

tcaggtgagc 

tttccatgaa 

tgcggcgctc 

attcacctgc 

ggcctgccgg 

tgaggaagtg 

ggacagtctg 

cgcccaccat 

tcgtgtgaat 

cttctctggg 

ggactcgtcc 

gaccctagag 



tctgtcgggg 
ggtgctcaga 
tgaccctgga 
cactggcttt 
ccccctccca 
gggagccctt 
acagccacag 
cccttcaacg 
ctcaaacgct 
cagaggaagc 
cggcccaagc 
aagacctacg 
gatggtggag 
gactcctcct 
agcttctcca 
ctgtcccagc 



cgccttggca 
actgctggag 
gactttgacc 
cacttcaatg 
ggctctcccc 
gcatttttca 
gagcaggagg 
gggactgccg 
gtgtggacat 
gggagatgat 
tgtctgagga 
accccaccta 
ggagccatcc 
cctcctgctc 
atctggatct 
tctccatgct 



tggagtggag 
tggaggggat 
ggaacgtgcc 
ctatgacctg 
agtggaaagg 
catctccttc 
gtcttggcga 
catcaccaag 
cggcatgatg 
cctgaagcgg 
gcagcagcgc 
ctccgacttc 
ttccaggccc 
agatcactgt 
gagtgaagaa 
gccccacctg 



gaataagaaa 
ggaggcaatg 
ccggatctgt 
tgaaggctgc 
gagggagaag 
cttacaatgt 
agcatgaagc 
gacaaccgac 
aaggagttca 
aaggaggagg 
atcattgcca 
tgccagttcc 
aactccagac 
atcacctctt 
gattcagatg 
gctgacctgg 



aggagcgatt 60 
gcggccagca 120 
ggggtgtgtg 180 
aaaggcttct 240 
aagcaaggtg 300 
ccatggaaca 360 
ggaaggcact 420 
gccactgcca 480 
ttctgacaga 540 
aggccttgaa 600 
tactgctgga 660 
ggcctccagt 720 
acactcccag 780 
cagacatgat 840 
acccttctgt 900 
tcagttacag 960 



2 



catccaaaag 
ggaccagatc 
gtccttcacc 
cagtgacgtg 
ggtgggactg 
catcgtctcc 
ccgcctgtcc 
cctgctctat 
ctccaagcag 
tgtgctcgaa 



gtcatt^fct 

gta'ctgctga 
atggacgaca 
accaaagccg 
aagaagctga 
ccagatcgtc 
aacacactgc 
gccaagatga 
taccgctgcc 
gtgtttggca 



ttgctaagat 
agtcaagtgc 
tgtcctggac 
gacacagcct 
acttgcatga 
ctggggtgca 
agacgtacat 
tccagaagct 
tctccttcca 
atgagatctc 



gataccagga 
cattgaggtc 
ctgtggcaac 
ggagctgatt 
ggaggagcat 
ggacgccgcg 
ccgctgccgc 
agccgacctg 
gcctgagtgc 
ctga 



ttcaga^Pcc 

atcatgttgc 
caagactaca 
gagcccctca 
gtcctgctca 
ctgattgagg 
cacccgcccc 
cgcagcctca 
agcatgaagc 



tcacctctga 
gctccaatga 
agtaccgcgt 
tcaagttcca 
tggccatctg 
ccatccagga 
cgggcagcca 
atgaggagca 
taacgcccct 



<400> 7 

tgcgaccttg 

cccggcccaa 

cacccgcagc 

gagcctgcca 

acagaagagc 

tggcggccag 

gtggggtgtg 

gcaaaggctt 

gggactgccg 

gtgtggacat 

gggagatgat 

tgtctgagga 

accccaccta 

ggagccatcc 

cctcctgctc 

atctggatct 

tctccatgct 

ttgctaagat 

agtcaagtgc 

tgtcctggac 

gacacagcct 

acttgcatga 



gcggtgagcc 
ggcgagggag 
ccaatccatc 
tccagtcgtg 
acccctgggc 
cacttccctg 
tggagaccga 
cttcaggcga 
catcaccaag 
cggcatgatg 
cctgaagcgg 
gcagcagcgc 
ctccgacttc 
ttccaggccc 
agatcactgt 
gagtgaagaa 
gccccacctg 
gataccagga 
cattgaggtc 
ctgtggcaac 
ggagctgatt 
ggaggagcat 



tggggacagg 
aacagcggca 
actcagcaac 
cgtgcagaag 
tccacttacc 
cctgaccctg 
gccactggct 
agcatgaagc 
gacaaccgac 
aaggagttca 
aaggaggagg 
atcattgcca 
tgccagttcc 
aactccagac 
atcacctctt 
gattcagatg 
gctgacctgg 
ttcagagacc 
atcatgttgc 
caagactaca 
gagcccctca 
gtcctgctca 



ggtgaggcca 
ctaaggcaga 
tcctagacgc 
cctttgggtc 
tgccccctgc 
gagactttga 
ttcacttcaa 
ggaaggcact 
gccactgcca 
ttctgacaga 
aggccttgaa 
tactgctgga 
ggcctccagt 
acactcccag 
cagacatgat 
acccttctgt 
tcagttacag 
tcacctctga 
gctccaatga 
agtaccgcgt 
tcaagttcca 
tggccatctg 



gagacggacg 
aaggaagagg 
tggtagaaag 
tgaagtgtct 
tccttcaggg 
ccggaacgtg 
tgctatgacc 
attcacctgc 
ggcctgccgg 
tgaggaagtg 
ggacagtctg 
cgcccaccat 
tcgtgtgaat 
cttctctggg 
ggactcgtcc 
gaccctagag 
catccaaaag 
ggaccagatc 
gtccttcacc 
cagtgacgtg 
ggtgggactg 
catcgtctcc 



gacgcagggg 
gcggtgtgtt 
ttcctccgag 
gtgagacctc 
atggaggcaa 
ccccggatct 
tgtgaaggct 
cccttcaacg 
ctcaaacgct 
cagaggaagc 
cggcccaagc 
aagacctacg 
gatggtggag 
gactcctcct 
agcttctcca 
ctgtcccagc 
gtcattggct 
gtactgctga 
atggacgaca 
accaaagccg 
aagaagctga 
ccagatcgtc 



1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1534 



<210> 5 

<211> 207 

<212> DNA 

<213> Homo sapiens 

<400> 5 

tgcgaccttg gcggtgagcc tggggacagg ggtgaggcca gagacggacg gacgcagggg 60 

cccggcccaa ggcgagggag aacagcggca ctaaggcaga aaggaagagg gcggtgtgtt 120 

cacccgcagc ccaatccatc actcagcaac tcctagacgc tggtagaaag ttcctccgag 180 

gagcctgcca tccagtcgtg cgtgcag 207 

<210> 6 

<211> 167 

<212> DNA 

<213> Homo sapiens 

<400> 6 

aggcagcatg aaacagtggg atgtgcagag agaagatctg ggtccagtag ctctgacact 60 

cctcagctgt agaaaccttg acaactctgc acatcagttg tacaatggaa cggtattttt 120 

tactcttcat gtctgaaaag gctatgataa agatcaagta agatatt 167 

<210> 7 

<211> 1574 

<212> DNA 

<213> Homo sapiens 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 
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ctggggtgca ggacgc^^g ctgattgagg ccatccagga ccgccfl^Pcc aacacactgc 1380 
agacgtacat ccgctgccgc cacccgcccc cgggcagcca cctgctctat gccaagatga 1440 
tccagaagct agccgacctg cgcagcctca atgaggagca ctccaagcag taccgctgcc 1500 
tctccttcca gcctgagtgc agcatgaagc taacgcccct tgtgctcgaa gtgtttggca 1560 
atgagatctc ctga 1574 

<210> 8 

<211> 122 

<212> DNA 

<213> Homo sapiens 

<400> 8 

ggctcctgaa cctagcccag ctggacggag aaatggactc tagcctcctc tgatagcctc 60 
atgccaggcc ccgtgcacat tgctttgctt gcctccctca atcctcatag cttctctttg 120 
gg 122 

<210> 9 
<211> 477 
<212> PRT 

<213> Homo sapiens 
<400> 9 

Met Glu Trp Arg Asn Lys Lys Arg Ser Asp Trp Leu Ser Met Val Leu 

15 10 15 

Arg Thr Ala Gly Val Glu Glu Ala Phe Gly Ser Glu Val Ser Val Arg 

20 25 30 

Pro His Arg Arg Ala Pro Leu Gly Ser Thr Tyr Leu Pro Pro Ala Pro 

35 40 45 

Ser Gly Met Glu Ala Met Ala Ala Ser Thr Ser Leu Pro Asp Pro Gly 

50 55 60 

Asp Phe Asp Arg Asn Val Pro Arg lie Cys Gly Val Cys Gly Asp Arg 
65 70 75 80 

Ala Thr Gly Phe His Phe Asn Ala Met Thr Cys Glu Gly Cys Lys Gly 

85 90 95 

Phe Phe Arg Arg Ser Met Lys Arg Lys Ala Leu Phe Thr Cys Pro Phe 

100 105 110 

Asn Gly Asp Cys Arg lie Thr Lys Asp Asn Arg Arg His Cys Gin Ala 

115 120 125 

Cys Arg Leu Lys Arg Cys Val Asp lie Gly Met Met Lys Glu Phe lie 

130 135 140 

Leu Thr Asp Glu Glu Val Gin Arg Lys Arg Glu Met lie Leu Lys Arg 
145 150 155 160 

Lys Glu Glu Glu Ala Leu Lys Asp Ser Leu Arg Pro Lys Leu Ser Glu 

165 170 175 

Glu Gin Gin Arg lie lie Ala lie Leu Leu Asp Ala His His Lys Thr 

180 185 190 

Tyr Asp Pro Thr Tyr Ser Asp Phe Cys Gin Phe Arg Pro Pro Val Arg 

195 200 205 

Val Asn Asp Gly Gly Gly Ser His Pro Ser Arg Pro Asn Ser Arg His 

210 215 220 

Thr Pro Ser Phe Ser Gly Asp Ser Ser Ser Ser Cys Ser Asp His Cys 
225 230 235 240 

lie Thr Ser Ser Asp Met Met Asp Ser Ser Ser Phe Ser Asn Leu Asp 

245 250 255 

Leu Ser Glu Glu Asp Ser Asp Asp Pro Ser Val Thr Leu Glu Leu Ser 

260 265 270 

Gin Leu Ser Met Leu Pro His Leu Ala Asp Leu Val Ser Tyr Ser lie 

275 280 285 

Gin Lys Val lie Gly Phe Ala Lys Met lie Pro Gly Phe Arg Asp Leu 
290 295 300 



4 



Thr 


Ser 


Glu 


Asp 


am 


lie 


17- 1 

val 


Leu 


Leu 


Lys 


O a -k- 

ber 


ber 


A^Rle 


Glu 


Val 


n c 

30b 








jl U 










Jib 










O O A 


lie 


Art 4- 


Leu 


Arg 


ber 


Asn 


ulu 


C? /-x v- 

Ocl 


lr lie 


Th y 
1 11 J_ 


LYiex. 


Asp 


Asp 


Met 


Ser 


Trp 










O C 

3zb 




















1 o c 

335 




Thr 


Cys 


Gly Asn 


Gin 


Asp 


Tyr 


T T T ,-. 

Lys 


Tyr 


Arg 


val 


ber 


Asp 


Val 


Thr 


Lys 








340 










J4 3 










350 






Ala 


Gly 


His 


Ser 


Leu 


Glu 


Leu 


T 1 

lie 


blU 


Pro 


Leu 


lie 


Lys 


Phe 


bin 


val 






355 










obU 










365 








bly 


Leu 


Lys 


Lys 


Leu 


Asn 


Leu 


HIS 


fin 

bill 


blU 


H "I n 

blU 


HIS 


Val 


Leu 


Leu 


Met: 




OTA 

3/0 










3 /b 










o o n 
jo U 










Ala 


lie 


Cys 


He 


val 


Ser 


Pro 


Asp 


Arg 


Pro 


bly 


Val 


Gin 


Asp 


Ala 


Ala 


o o c 

job 




















one 










A A A 
4 UU 


Leu 


lie 


Glu 


Ala 


lie 


bin 


Asp 


Arg 


Leu 


C a v 


Asn 


i nr 


Leu 


Gin 


i nr 


Tyr 










a n c 
4 Ub 










4 1 U 










A 1 C 

4 lb 




lie 


Arg 


Cys 


Arg 


His 


Pro 


Pro 


Pro 


biy 


Ser 


rllS 


Leu 


Leu 


Tyr 


Ala 


Lys 








420 










/IOC. 

4ZO 










430 




- 


Met 


lie 


Gin 


Lys 


Leu 


Aia 


Asp 


Leu 


Arg 




Leu 


Asn 


Glu 


Glu 


LI A o 

his 


Ser 






435 










A A f\ 

4 4 U 










445 








Lys 


bin 


Tyr 


Arg 


Cys 


Leu 


Ser 


rne 


bin 


ir ro 


blU 


Cys 


Ser 


Met 


Lys 


Leu 




450 










455 










4 60 










Thr 


Pro 


Leu 


Val 


Leu 


Glu 


Val 


Phe 


Gly 


Asn 


Glu 


He 


Ser 









465 470 475 



<210> 10 

<211> 450 

<212> PRT 

<213> Homo sapiens 



<400> 10 



Met 


Glu 


Trp 


Arg 


Asn 


Lys 


Lys 


Arg 


Ser 


Asp 


Trp 


Leu 


Ser 


Met 


Val 


Leu 


1 








5 










10 










15 




Arg 


Thr 


Ala 


Gly 


Val 


Glu 


Gly 


Met 


Glu 


Ala 


Met 


Ala 


Ala 


Ser 


Thr 


Ser 








20 










25 










30 






Leu 


Pro 


Asp 


Pro 


Gly 


Asp 


Phe 


Asp 


Arg 


Asn 


Val 


Pro 


Arg 


lie 


Cys 


Gly 






35 










40 










45 








Val 


Cys 


Gly 


Asp 


Arg 


Ala 


Thr 


Gly 


Phe 


His 


Phe 


Asn 


Ala 


Met 


Thr 


Cys 




50 










55 










60 










Glu 


Gly 


Cys 


Lys 


Gly 


Phe 


Phe 


Arg 


Arg 


Ser 


Met 


Lys 


Arg 


Lys 


Ala 


Leu 


65 










70 










75 










80 


Phe 


Thr 


Cys 


Pro 


Phe 


Asn 


Gly 


Asp 


Cys 


Arg 


He 


Thr 


Lys 


Asp 


Asn 


Arg 










85 










90 










95 




Arg 


His 


Cys 


Gin 


Ala 


Cys 


Arg 


Leu 


Lys 


Arg 


Cys 


Val 


Asp 


He 


Gly 


Met 








100 










105 










110 






Met 


Lys 


Glu 


Phe 


He 


Leu 


Thr 


Asp 


Glu 


Glu 


Val 


Gin 


Arg 


Lys 


Arg 


Glu 






115 










120 










125 








Met 


He 


Leu 


Lys 


Arg 


Lys 


Glu 


Glu 


Glu 


Ala 


Leu 


Lys 


Asp 


Ser 


Leu 


Arg 




130 










135 










140 










Pro 


Lys 


Leu 


Ser 


Glu 


Glu 


Gin 


Gin 


Arg 


He 


He 


Ala 


He 


Leu 


Leu 


Asp 


145 










150 










155 










160 


Ala 


His 


His 


Lys 


Thr 


Tyr 


Asp 


Pro 


Thr 


Tyr 


Ser 


Asp 


Phe 


Cys 


Gin 


Phe 










165 










170 










175 




Arg 


Pro 


Pro 


Val 


Arg 


Val 


Asn 


Asp 


Gly 


Gly 


Gly 


Ser 


His 


Pro 


Ser 


Arg 








180 










185 










190 






Pro 


Asn 


Ser 


Arg 


His 


Thr 


Pro 


Ser 


Phe 


Ser 


Gly 


Asp 


Ser 


Ser 


Ser 


Ser 






195 










200 










205 








Cys 


Ser 


Asp 


His 


Cys 


He 


Thr 


Ser 


Ser 


Asp 


Met 


Met 


Asp 


Ser 


Ser. 


Ser 




210 










215 










220 










Phe 


Ser 


Asn 


Leu 


Asp 


Leu 


Ser 


Glu 


Glu 


Asp 


Ser 


Asp 


Asp 


Pro 


Ser 


Val 


225 










230 










235 










240 



5 



Thr 


Leu 


Glu 


Leu 


ft 


Gin 


Leu 


Ser 


Met 


Leu 


Pro 


His 




Asp 


Leu 










245 










250 










255 




Val 


Ser 


Tyr 


Ser 


lie 


Gin 


Lys 


Val 


lie 


Gly 


Phe 


Ala 


Lys 


Met 


He 


Pro 








260 










265 










270 






Gly 


Phe 


Arg 


Asp 


Leu 


Thr 


Ser 


Glu 


Asp 


Gin 


lie 


Val 


Leu 


Leu 


Lys 


Ser 






275 










280 










285 








Ser 


Ala 


lie 


Glu 


Val 


lie 


Met 


Leu 


Arg 


Ser 


Asn 


Glu 


Ser 


Phe 


Thr 


Met 




290 










295 










300 










Asp 


Asp 


Met 


Ser 


Trp 


Thr 


Cys 


Gly 


Asn 


Gin 


Asp 


Tyr 


Lys 


Tyr 


Arg 


Val 


305 










310 










315 










320 


Ser 


Asp 


Val 


Thr 


Lys 


Ala 


Gly 


His 


Ser 


Leu 


Glu 


Leu 


He 


Glu 


Pro 


Leu 










325 










330 










335 




lie 


Lys 


Phe 


Gin 


Val 


Gly 


Leu 


Lys 


Lys 


Leu 


Asn 


Leu 


His 


Glu 


Glu 


Glu 








340 










345 










350 






His 


Val 


Leu 


Leu 


Met 


Ala 


lie 


Cys 


lie 


Val 


Ser 


Pro 


Asp 


Arg 


Pro 


Gly 






355 










360 










365 








Val 


Gin 


Asp 


Ala 


Ala 


Leu 


lie 


Glu 


Ala 


lie 


Gin 


Asp 


Arg 


Leu 


Ser 


Asn 




370 










375 










380 










Thr 


Leu 


Gin 


Thr 


Tyr 


lie 


Arg 


Cys 


Arg 


His 


Pro 


Pro 


Pro 


Gly 


Ser 


His 


385 










390 










395 










400 


Leu 


Leu 


Tyr 


Ala 


Lys 


Met 


lie 


Gin 


Lys 


Leu 


Ala 


Asp 


Leu 


Arg 


Ser 


Leu 










405 










410 










415 




Asn 


Glu 


Glu 


His 


Ser 


Lys 


Gin 


Tyr 


Arg 


Cys 


Leu 


Ser 


Phe 


Gin 


Pro 


Glu 








420 










425 










430 






Cys 


Ser 


Met 


Lys 


Leu 


Thr 


Pro 


Leu 


Val 


Leu 


Glu 


Val 


Phe 


Gly 


Asn 


Glu 



435 440 445 



He Ser 
450 



<210> 11 
<211> 72 
<212> PRT 

<213> Homo sapiens 
<400> 11 

Met Glu Trp Arg Asn Lys Lys Arg 

1 5 
Arg Thr Ala Gly Val Glu Gly Met 
20 

Leu Pro Asp Pro Gly Asp Phe Asp 

35 40 
Val Cys Gly Asp Arg Ala Thr Gly 

50 55 
Glu Gly Cys Lys Gly Phe Phe Arg 
65 70 



Ser Asp Trp Leu Ser Met Val Leu 

10 15 
Glu Ala Met Ala Ala Ser Thr Ser 
25 30 
Arg Asn Val Pro Arg He Cys Gly 
45 

Phe His Phe Asn Ala Met Thr Cys 
60 



<210> 12 
<211> 427 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Met Glu Ala Met Ala Ala Ser Thr 

1 5 
Asp Arg Asn Val Pro Arg He Cys 
20 

Gly Phe His Phe Asn Ala Met Thr 
35 40 



Ser Leu Pro Asp Pro Gly Asp Phe 

10 15 
Gly Val Cys Gly Asp Arg Ala Thr 
25 30 
Cys Glu Gly Cys Lys Gly Phe Phe 
45 



6 



Arg Arg 


Ser 


Met 


aw 


L 

Arg 


Lys 


Ala 


Leu 


Phe 


Thr 


Cys 


P^fe>he 


Asn 


Gly 




50 










55 










60 










Asp 


Cys 


Arg 


He 


Thr 


Lys 


Asp 


Asn 


Arg 


Arg 


His 


Cys 


Gin 


Ala 


Cys 


Arg 


65 










70 










75 










80 


Leu 


Lys 


Arg 


Cys 


Val 


Asp 


He 


Gly Met 


Met 


Lys 


Glu 


Phe 


He 


Leu 


Thr 










85 










90 










95 




Asp 


Glu 


Glu 


Val 


Gin 


Arg 


Lys 


Arg 


Glu 


Met 


He 


Leu 


Lys 


Arg 


Lys 


Glu 








100 










105 










110 






Glu 


Glu 


Ala 


Leu 


Lys 


Asp 


Ser 


Leu 


Arg 


Pro 


Lys 


Leu 


Ser 


Glu 


Glu 


Gin 






115 










120 










125 








Gin 


Arg 


He 


He 


Ala 


He 


Leu 


Leu 


Asp 


Ala 


His 


His 


Lys 


Thr 


Tyr 


Asp 




130 










135 










140 










Pro 


Thr 


Tyr 


Ser 


Asp 


Phe 


Cys 


Gin 


Phe 


Arg 


Pro 


Pro 


Val 


Arg 


Val 


Asn 


145 










150 










155 










1 60 


Asp Gly 


Gly 


Gly 


Ser 


His 


Pro 


Ser 


Arg 


Pro 


Asn 


Ser 


Arg 


His 


Thr 


Pro 










165 










170 










175 




Ser 


Phe 


Ser 


Gly 


Asp 


Ser 


Ser 


Ser 


Ser 


Cys 


Ser 


Asp 


His 


Cys 


He 


Thr 








180 










185 










190 






Ser 


Ser 


Asp 


Met 


Met 


Asp 


Ser 


Ser 


Ser 


Phe 


Ser 


Asn 


Leu 


Asp 


Leu 


Ser 






195 










200 










205 








Glu 


Glu 


Asp 


Ser 


Asp 


Asp 


Pro 


Ser 


Val 


Thr 


Leu 


Glu 


Leu 


Ser 


Gin 


Leu 




210 










215 










220 










Ser 


Met 


Leu 


Pro 


His 


Leu 


Ala 


Asp 


Leu 


Val 


Ser 


Tyr 


Ser 


He 


Gin 


Lys 


225 










230 










235 










24 0 


Val 


He 


Gly 


Phe 


Ala 


Lys 


Met 


He 


Pro 


Gly 


Phe 


Arg 


Asp 


Leu 


Thr 


Ser 










245 










250 










255 




Glu 


Asp 


Gin 


He 


Val 


Leu 


Leu 


Lys 


Ser 


Ser 


Ala 


He 


Glu 


Val 


He 


Met 








260 










265 










270 






Leu 


Arg 


Ser 


Asn 


Glu 


Ser 


Phe 


Thr 


Met 


Asp 


Asp 


Met 


Ser 


Trp 


Thr 


Cys 






275 










280 










285 








Gly Asn 


Gin 


Asp 


Tyr 


Lys 


Tyr 


Arg 


Val 


Ser 


Asp 


Val 


Thr 


Lys 


Ala 


Gly 




290 










295 










300 










His 


Ser 


Leu 


Glu 


Leu 


He 


Glu 


Pro 


Leu 


He 


Lys 


Phe 


Gin 


Val 


Gly 


Leu 


305 










310 










315 










320 


Lys 


Lys 


Leu 


Asn 


Leu 


His 


Glu 


Glu 


Glu 


His 


Val 


Leu 


Leu 


Met 


Ala 


He 










325 










330 










335 




Cys 


He 


Val 


Ser 


Pro 


Asp 


Arg 


Pro 


Gly 


Val 


Gin 


Asp 


Ala 


Ala 


Leu 


He 








340 










345 










350 






Glu 


Ala 


He 


Gin 


Asp 


Arg 


Leu 


Ser 


Asn 


Thr 


Leu 


Gin 


Thr 


Tyr 


He 


Arg 






355 










360 










365 








Cys 


Arg 


His 


Pro 


Pro 


Pro 


Gly 


Ser 


His 


Leu 


Leu 


Tyr 


Ala 


Lys 


Met 


He 




370 










375 










380 










Gin 


Lys 


Leu 


Ala 


Asp 


Leu 


Arg 


Ser 


Leu 


Asn 


Glu 


Glu 


His 


Ser 


Lys 


Gin 


385 










390 










395 










400 


Tyr 


Arg 


Cys 


Leu 


Ser 


Phe 


Gin 


Pro 


Glu 


Cys 


Ser 


Met 


Lys 


Leu 


Thr 


Pro 










405 










410 










415 




Leu 


Val 


Leu 


Glu 


Val 


Phe 


Gly Asn 


Glu 


He 


Ser 













420 425 



<210> 13 
<211> 142 
<212> DNA 

<213> Homo sapiens 
<400> 13 

atcccttaag ggctcctgaa cctagcccag ctggacggag aaatggactc tagcctcctc 60 
tgatagcctc atgccaggcc ccgtgcacat tgctttgctt gcctccctca atcctcatag 120 
ctcctctttg gggtaagtac ag 142 



7 




<211> 26 
<212> PRT 

<213> Homo sapiens 



<400> 14 
Met Glu Ala Met 
1 

Asp Arg Asn Val 
20 



Ala Ala Ser Thr 
5 

Pro Arg lie Asp 



Ser Leu Pro Asp 
10 

Asx Asp 
25 



Pro Gly Asp Phe 
15 



<210> 15 
<211> 76 
<212> PRT 

<213> Homo sapiens 
<400> 15 

Met Glu Trp Arg Asn Lys Lys Arg Ser Asp Trp Leu Ser Met Val Leu 

15 10 15 

Arg Thr Ala Gly Val Glu Glu Ala Phe Gly Ser Glu Val Ser Val Arg 

20 25 30 

Pro His Arg Arg Ala Pro Leu Gly Ser Thr Tyr Leu Pro Pro Ala Pro 

35 40 45 

Ser Gly Met Glu Ala Met Ala Ala Ser Thr Ser Leu Pro Asp Pro Gly 

50 55 60 

Asp Phe Asp Arg Asn Val Pro Arg lie Asp Asx Asp 
65 70 75 



<210> 16 
<211> 49 
<212> PRT 

<213> Homo sapiens 



<400> 16 

Met Glu Trp Arg Asn Lys Lys Arg Ser Asp Trp Leu Ser Met Val Leu 

l' 5 10 15 

Arg Thr Ala Gly Val Glu Gly Met Glu Ala Met Ala Ala Ser Thr Ser 

20 25 30 

Leu Pro Asp Pro Gly Asp Phe Asp Arg Asn Val Pro Arg lie Asp Asx 
35 40 45 

Asp 



<210> 17 

<211> 1463 

<212> DNA 

<213> Homo sapiens 



<400> 17 

caaaggaaga 

ccgacagcta 

tgagacctca 

acctccgtta 

gggcctagac 

cacttccgac 

ggaagttgcc 

agtttgcgac 



agacagcccc 
ccacgagtct 
cagaagagca 
ccgccggtcg 
accccacaca 
gtttccgaag 
cctgacggcg 
acacctgtag 



gcggaaccgt 
tgacgacctc 
cccctgggct 
tgaagggacg 
cctctggctc 
aagtccgctt 
tagtggttcc 
ccgtactact 



acctcacctc 
acctccttcg 
ggtgaatgga 
gactgggacc 
ggtgaccgaa 
cgtacttcgc 
tgttggctgc 
tcctcaagta 



cttattcttt 
ctttgggtct 
cgggggacga 
tctgaaactg 
agtgaagtta 
cttccgtgat 
ggtgacggtc 
agactgtcta 



tcctcgctaa 60 
gaagtgtctg 120 
ggaagtccct 180 
gccttgcacg 240 
cgatactgga 300 
aagtggacgg 360 
cggacggccg 420 
ctccttcacg 480 



8 



tctccttcgc 
ccgggttcga 
tctggatgct 
taccacctcc 
tgaggaggag 
cgaagaggtt 
acagggtcga 
agtaaccgaa 
atgacgactt 
acctgctgta 
ggtttcggcc 
tcttcgactt 
gtctagcagg 
tgtgtgacgt 
ggttctacta 
tggcgacgga 
acaaaccgtt 



cctcta^Kg 

cagactcctc 
ggggtggatg 
ctcggtagga 
gaggacgagt 
agacctagac 
gaggtacgac 
acgattctac 
cagttcacgg 
caggacctgg 
tgtgtcggac 
gaacgtactc 
accccacgtc 
ctgcatgtag 
ggtcttcgat 
gaggaaggtc 
actctagagg 



gacttcgcct 
gtcgtcgcgt 
aggctgaaga 
aggtccgggt 
ctagtgacat 
tcacttcttc 
ggggtggacc 
tatggtccta 
taactccagt 
acaccgttgg 
ctcgactaac 
ctcctcgtac 
ctgcggcgcg 
gcgacggcgg 
cggctggacg 
ggactcacgt 
act 



tcctcctcct 
agtaacggta 
cggtcaaggc 
tgaggtctgt 
agtggagaag 
taagtctact 
gactggacca 
agtctctgga 
agtacaacgc 
ttctgatgtt 
tcggggagta 
aggacgagta 
actaactccg 
tgggcggggg 
cgtcggagtt 
cgtacttcga 



ccggaawtc 

tgacgacctg 
cggaggtcaa 
gtgagggtcg 
tctgtactac 
gggaagacac 
gtcaatgtcg 
gtggagactc 
gaggttactc 
catggcgcag 
gttcaaggtc 
ccggtagacg 
gtaggtcctg 
cccgtcggtg 
actcctcgtg 
ttgcggggaa 



ctgtcagacg 
cgggtggtat 
gcacacttac 
aagagacccc 
ctgagcaggt 
tgggatctcg 
taggttttcc 
ctggtctagc 
aggaagtggt 
tcactgcact 
caccctgact 
tagcagaggg 
gcggacaggt 
gacgagatac 
aggttcgtca 
cacgagcttc 



540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1463 



<210> 18 

<211> 1382 

<212> DNA 

<213> Homo sapiens 



<400> 18 

caaaggaaga 

ccgacagcta 

gaagggacgg 

ctctggctcg 

agtccgcttc 

agtggttcct 

cgtactactt 

acttcgcctt 

tcgtcgcgta 

ggctgaagac 

ggtccgggtt 

tagtgacata 

cacttcttct 

gggtggaccg 

atggtcctaa 

aactccagta 

caccgttggt 

tcgactaact 

tcctcgtaca 

tgcggcgcga 

cgacggcggt 

ggctggacgc 

gactcacgtc 

ct 



agacagcccc 
ccacgagtct 
actgggacct 
gtgaccgaaa 
gtacttcgcc 
gttggctgcg 
cctcaagtaa 
cctcctcctc 
gtaacggtat 
ggtcaaggcc 
gaggtctgtg 
gtggagaagt 
aagtctactg 
actggaccag 
gtctctggag 
gtacaacgcg 
tctgatgttc 
cggggagtag 
ggacgagtac 
ctaactccgg 
gggcgggggc 
gtcggagtta 
gtacttcgat 



gcggaaccgt 
tgacgacctc 
ctgaaactgg 
gtgaagttac 
ttccgtgata 
gtgacggtcc 
gactgtctac 
cggaacttcc 
gacgacctgc 
ggaggtcaag 
tgagggtcga 
ctgtactacc 
ggaagacact 
tcaatgtcgt 
tggagactcc 
aggttactca 
atggcgcagt 
ttcaaggtcc 
cggtagacgt 
taggtcctgg 
ccgtcggtgg 
ctcctcgtga 
tgcggggaac 



acctcacctc 
acctccccta 
ccttgcacgg 
gatactggac 
agtggacggg 
ggacggccga 
tccttcacgt 
tgtcagacgc 
gggtggtatt 
cacacttact 
agagacccct 
tgagcaggtc 
gggatctcga 
aggttttcca 
tggtctagca 
ggaagtggta 
cactgcactg 
accctgactt 
agcagagggg 
cggacaggtt 
acgagatacg 
ggttcgtcat 
acgagcttca 



cttattcttt 
cctccgttac 
ggcctagaca 
acttccgacg 
gaagttgccc 
gtttgcgaca 
ctccttcgcc 
cgggttcgac 
ctggatgctg 
accacctccc 
gaggaggagg 
gaagaggtta 
cagggtcgag 
gtaaccgaaa 
tgacgacttc 
cctgctgtac 
gtttcggcct 
cttcgacttg 
tctagcagga 
gtgtgacgtc 
gttctactag 
ggcgacggag 
caaaccgtta 



tcctcgctaa 
cgccggtcgt 
ccccacacac 
tttccgaaga 
ctgacggcgt 
cacctgtagc 
ctctactagg 
agactcctcg 
gggtggatga 
tcggtaggaa 
aggacgagtc 
gacctagact 
aggtacgacg 
cgattctact 
agttcacggt 
aggacctgga 
gtgtcggacc 
aacgtactcc 
ccccacgtcc 
tgcatgtagg 
gtcttcgatc 
aggaaggtcg 
ctctagagga 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1382 



<210> 19 

<211> 1534 

<212> DNA 

<213> Homo sapiens 



<400> 19 

caaaggaaga agacagcccc gcggaaccgt acctcacctc cttattcttt tcctcgctaa 60 

ccgacagcta ccacgagtct tgacgacctc acctccccta cctccgttac cgccggtcgt 120 

gaagggacgg actgggacct ctgaaactgg ccttgcacgg ggcctagaca ccccacacac 180 

ctctggctcg gtgaccgaaa gtgaagttac gatactggac acttccgacg tttccgaaga 240 

agtccactcg gggggagggt ccgagagggg tcacctttcc ctccctcttc ttcgttccac 300 
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aaaggtactt 
acgccgcgag 
taagtggacg 
ccggacggcc 
actccttcac 
cctgtcagac 
gcgggtggta 
agcacactta 
gaagagaccc 
cctgagcagg 
ctgggatctc 
gtaggttttc 
cctggtctag 
caggaagtgg 
gtcactgcac 
ccaccctgac 
gtagcagagg 
ggcggacagg 
ggacgagata 
gaggttcgtc 
acacgagctt 



ccctccJ9f&a 

tgtcggtgtc 
gggaagttgc 
gagtttgcga 
gtctccttcg 
gccgggttcg 
ttctggatgc 
ctaccacctc 
ctgaggagga 
tcgaagaggt 
gacagggtcg 
cagtaaccga 
catgacgact 
tacctgctgt 
tggtttcggc 
ttcttcgact 
ggtctagcag 
ttgtgtgacg 
cggttctact 
atggcgacgg 
cacaaaccgt 



cgtaaaaagt 
ctcgtcctcc 
ccctgacggc 
cacacctgta 
ccctctacta 
acagactcct 
tggggtggat 
cctcggtagg 
ggaggacgag 
tagacctaga 
agaggtacga 
aacgattcta 
tcagttcacg 
acaggacctg 
ctgtgtcgga 
tgaacgtact 
gaccccacgt 
tctgcatgta 
aggtcttcga 
agaggaaggt 
tactctagag 



gtagaggaag 
cagaaccgct 
gtagtggttc 
gccgtactac 
ggacttcgcc 
cgtcgtcgcg 
gaggctgaag 
aaggtccggg 
tctagtgaca 
ctcacttctt 
cggggtggac 
ctatggtcct 
gtaactccag 
gacaccgttg 
cctcgactaa 
cctcctcgta 
cctgcggcgc 
ggcgacggcg 
tcggctggac 
cggactcacg 
gact 



gaatgWPca 

tcgtacttcg 
ctgttggctg 
ttcctcaagt 
ttcctcctcc 
tagtaacggt 
acggtcaagg 
ttgaggtctg 
tagtggagaa 
ctaagtctac 
cgactggacc 
aagtctctgg 
tagtacaacg 
gttctgatgt 
ctcggggagt 
caggacgagt 
gactaactcc 
gtgggcgggg 
gcgtcggagt 
tcgtacttcg 



ggtaccttgt 
ccttccgtga 
cggtgacggt 
aagactgtct 
tccggaactt 
atgacgacct 
ccggaggtca 
tgtgagggtc 
gtctgtacta 
tgggaagaca 
agtcaatgtc 
agtggagact 
cgaggttact 
tcatggcgca 
agttcaaggt 
accggtagac 
ggtaggtcct 
gcccgtcggt 
tactcctcgt 
attgcgggga 



360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1534 



<210> 20 

<211> 1574 

<212> DNA 

<213> Homo sapiens 



<400> 20 

acgctggaac 

gggccgggtt 

gtgggcgtcg 

ctcggacggt 

tgtcttctcg 

accgccggtc 

caccccacac 

cgtttccgaa 

ccctgacggc 

cacacctgta 

ccctctacta 

acagactcct 

tggggtggat 

cctcggtagg 

ggaggacgag 

tagacctaga 

agaggtacga 

aacgattcta 

tcagttcacg 

acaggacctg 

ctgtgtcgga 

tgaacgtact 

gaccccacgt 

tctgcatgta 

aggtcttcga 

agaggaaggt 

tactctagag 



cgccactcgg 
ccgctccctc 
ggttaggtag 
aggtcagcac 
tggggacccg 
gtgaagggac 
acctctggct 
gaagtccgct 
gtagtggttc 
gccgtactac 
ggacttcgcc 
cgtcgtcgcg 
gaggctgaag 
aaggtccggg 
tctagtgaca 
ctcacttctt 
cggggtggac 
ctatggtcct 
gtaactccag 
gacaccgttg 
cctcgactaa 
cctcctcgta 
cctgcggcgc 
ggcgacggcg 
tcggctggac 
cggactcacg 
gact 



acccctgtcc 
ttgtcgccgt 
tgagtcgttg 
gcacgtcttc 
aggtgaatgg 
ggactgggac 
cggtgaccga 
tcgtacttcg 
ctgttggctg 
ttcctcaagt 
ttcctcctcc 
tagtaacggt 
acggtcaagg 
ttgaggtctg 
tagtggagaa 
ctaagtctac 
cgactggacc 
aagtctctgg 
tagtacaacg 
gttctgatgt 
ctcggggagt 
caggacgagt 
gactaactcc 
gtgggcgggg 
gcgtcggagt 
tcgtacttcg 



ccactccggt 
gattccgtct 
aggatctgcg 
ggaaacccag 
acgggggacg 
ctctgaaact 
aagtgaagtt 
ccttccgtga 
cggtgacggt 
aagactgtct 
tccggaactt 
atgacgacct 
ccggaggtca 
tgtgagggtc 
gtctgtacta 
tgggaagaca 
agtcaatgtc 
agtggagact 
cgaggttact 
tcatggcgca 
agttcaaggt 
accggtagac 
ggtaggtcct 
gcccgtcggt 
tactcctcgt 
attgcgggga 



ctctgcctgc 
ttccttctcc 
accatctttc 
acttcacaga 
aggaagtccc 
ggccttgcac 
acgatactgg 
taagtggacg 
ccggacggcc 
actccttcac 
cctgtcagac 
gcgggtggta 
agcacactta 
gaagagaccc 
cctgagcagg 
ctgggatctc 
gtaggttttc 
cctggtctag 
caggaagtgg 
gtcactgcac 
ccaccctgac 
gtagcagagg 
ggcggacagg 
ggacgagata 
gaggttcgtc 
acacgagctt 



ctgcgtcccc 
cgccacacaa 
aaggaggctc 
cactctggag 
tacctccgtt 
ggggcctaga 
acacttccga 
gggaagttgc 
gagtttgcga 
gtctccttcg 
gccgggttcg 
ttctggatgc 
ctaccacctc 
ctgaggagga 
tcgaagaggt 
gacagggtcg 
cagtaaccga 
catgacgact 
tacctgctgt 
tggtttcggc 
ttcttcgact 
ggtctagcag 
ttgtgtgacg 
cggttctact 
atggcgacgg 
cacaaaccgt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1574 



<210> 21 
<211> 22 
<212> PRT 

<213> Homo sapiens 
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<400> 21 

Met Glu Trp Arg Asn Lys Lys Arg Ser Asp Trp Leu Ser Met Val Leu 

15 10 15 

Arg Thr Ala Gly Val Glu 
20 



11 



